3. Order Your Assay(s)

Applied

STEP ACTION
1 In the search results: 1b
a. Select the assay(s) you want to
purchase. »
Ve
b. Click Add to Basket. The message
“You have successfully added this
Assay to your Shopping Basket” 1a
appears.
c. When you are ready to check out,
click the Shopping Basket link in the " :
message.
9 - 1c
Q B vounavesocnstuty s e sy o yoor St skt
In the Shopping Basket: 2c
. . . . Shopping Basket: Applied Biosystems Store
a. Verify that the information displayed « Forerdeing bl plsse ) e 1 ordr st 3-806/527-3002 g busnes hors © ondertes
for each assay is correct. .
b. For TagMan Pre-Designed SNP e I ]
Genotyping Assays, select the size
from the drop-down menu: S, M, or L. blease rferto o i st v Bt o
c. Click Continue.
[0 i T2aMsn® Validsted snd Coding SNP Genotvping Assavs 4331183 gz‘iann gz‘iann USD$210.00,
2a. Verify proepepie €_ss1644671_ shemorans B s sums
the assay (Estimated Ship Date: 08/18/2006)
information 120 Pre-Desianed SNP Genotiping Assavs 4351379 e | e | uspssino
is correct. Ao ey e ook se
c__sirees.10 cpromoseme i, o e 9]
2b. Select size S, M, or L -]
3 To place your order: 3a )
@ Shipping & Billing € Summary @ Confirmation
a. In the Shipping & Billing page, Shipping & Billing
complete the requeSted |nf0rmat|0n, For ordering help p v the Order Help link, or call Order Administration 1-800-327-3002 during our business hours (2) Order Hel,
then Click Continue. Monday - Friday: & to 5:00 PM Pacific Time or e-mail orders@appliedbiosystems.com
.
b. In the Summary page, review your
information, update it if necessary,
then click Place Order. B—
* Required Fields
=3 l | continue |
3b @ sunmary @ Confirmation
Summary
Plzase carsfully review th information that appears on this page prier to erdering. If you need to changs any (2 Order Help

information, click the Back button at the and of the page. If the information iz corract, click tha 2pprepriats button
he page to proceed

lp. please try the Order Help linl on 1-800-327-300
Friday: 6:00 AM to 5:00 PM Pa =ppliedbiosystems

This erder is subject to the Shoooing Aqreement which details the Terms and Conditions of this purchase.

print the Confirmation page.

Note: You will also receive an order
confirmation via email.

=1
4 In the Confirmation page: © confmaton
a. Record your sales order number. Confirmation for|Sales Order Number 185359767 [——4a
b. (Optlonal) Click Printer Friendly to Thank you for your order, Please keep this sales order number 185359767 for your refarence. Z Printer Friendly  (7) Order Help
This O Confirmation will be emailed to  youraddress@xx.com Click on the Printer Friendly icon for a printable

4b

f you have quastions or nzed to adj

Iy r order, please immedi | Order Administration 1-800-327-3002
during our business hours Manday -

6100 AM to 5:00 PM P: me or email orders@applisdbiosystams.com

Continue Shopping

© Copyright 2007, Applied Biosystems. All rights reserved. For Research Use Only. Not for use in diagnostic procedures.
FOR LIMITED LABEL LICENSE OR DISCLAIMER INFORMATION, PLEASE SEE THE TagMan® SNP Genotyping Assays Protocol.
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TagMan® SNP Genotyping Assays Biosystems
Ordering Procedures Using the Online Search
Available Assays Product Specifications
TagMan® SNP Genotyping Assays include assays for Human and No. of
Nonhuman SNPs Typet Target Use Available Species I"é’g}t‘:y
Assays
Number of Reactions PNt PNt Validated Mapping, >160,000 Human Made to
Scale Human Nonhuman | €onc. candidate Order
25 puL/Well | 5 uL/Well gene/region
Made to Order Assays studies
Coding Putative >70,000 Human Made to
Small 300 1,500 4351379 351384 40X functional Order
Medium | 1,000 5,000 4351376 351382 40X cSNPs
Large 2,400 12,000 4351374 351380 80X Pre- HapMap, >4,500,000 | Humanand | Made to
Designed | high-density, Nonhuman Order
T The part number indicates the type of assay and the number of reactions to order. genome-wide
marker
coverage

For More Information

This Quick Reference Card provides brief procedures for ordering
the TagMan SNP Genotyping Assays. For detailed ordering
procedures and for information on performing the assays, see the
TagMan® SNP Genotyping Assays Protocol (PN 4332856).

T Minor Allele Frequency (MAF) data may be available from Applied Biosystems or
HapMap.

Ordering Workflow

1. Log In to the Applied
Biosystems Store (below).

L

2. Perform an Online Search and
View the Results (page 2).

L

3. Order Your Assay(s)

Summary

(page 4).
1. Log In to the Applied Biosystems Store
STEP ACTION
1 In your Internet browser, go to the Applied http://snp.appliedbiosystems.com
Biosystems Web site address for the TagMan
SNP Genotyping Assays.
2 At the top of the page, click Store Log In. Click here

{2 Applied
ﬁ:% Big?y‘stems

STORELOGIN

Username

W Ehopping Backel » Order nquiry, ===y

e WSS s i) m— |

Quick Order + Favorites = Workspace = Manage Shopping Baskets = Promotions/Quotes * Store Help

Broducts & Sarvice: s > > sne Assays > Reab-Time PCR-Based Assavs > TaqMan® SHP Genatyping Assays

| FE—
password [ ] TagMan® SNP Genotyping Assays

3 In the Store Log In page:

a. Enter your Username and Password.
b. Click Login.

Store Log In

To login to the Applied Biosystems Stors, enter your Username and Passvord
below, and than click Legin.

You are returned to the TagMan SNP Usermame |

Genotyping Assays page. Passvord |



http://snp.appliedbiosystems.com 

2. Perform an Online Search and View the Results

STEP

ACTION

1

In the TagMan SNP Genotyping Assays page, select the
Search tab.

TagMan® SNP Genotyping Assays

Click & tab belowi to lasrn more about TagMan SNP Genotyping Assays. To find and order assays, dlick the Search tab.

| ordering tnformation || product Description || Technical

|[ Literature, || searcn | Retated proucts |

2

Search for the assay of interest by keyword or batch ID.
e To search by a keyword:

a. Click Keyword Search.

b. Select an identification category from the drop-
down menu (for example, All Text).

c. Type a keyword in the Search for field.

d. (Optional) For more keyword options, click
Advanced Keyword Search, then complete the
appropriate fields.

e. (Optional) To refine the search, complete the
Choose Set Membership, Choose SNP Type,
and/or Choose Minor Allele Frequency Ranges
sections.

f. Click Search.

e To search by a batch ID:

g. Click Batch ID Search.

h. Select Option 1 and type in or paste the batch IDs
or select Option 2 and upload the file containing
the batch IDs.

i. (Optional) To refine the search, complete the
Choose Set Membership, Choose SNP Type,
and/or Choose Minor Allele Frequency Ranges
sections.

j. Click Search.

Note: The Batch ID Search allows you to search for a
large number of assays at one time. For example, you
can use the rs number, gene symbol, or Assay ID to
search for batch IDs.

2a
2c

2d

2e. Complete these
sections if you want
to refine your search.

| ardering nformation || assay search || Product Description || Technical specifications. || Literature/Resources || Related products |

To begin, select a search method belaw ¢

- Keyword: Search by gene symbol, gene name, public accession number, biological process, or malecular function,
- Batch ID: Szarch by uploading a file contsining multipls aszay 1D, RefSeq accession numbers, GenBank &1 #2, Locuslink D=,

gene symbals,

Keyword Search |

Ordering Information || Assay Search || Product Description || Technical Specifications || Literature/Resources || Related products |

Choase fram any of the optians below to creste your SHP Genotyping assay search,

- Keyword: Search by gene symbol, gene name, public accession number, biclogical pracess, or molecular function,
- Batch ID: S2arch by uploading s file cantaining multiple sssay IDs, RefSeg accession numbers, GenBank 61 #5, Locuslink IDs,
bal

29

T search for | | in Al Text v

[ pisable wildcard search [ include 10KB flanking region

+ Advanced Keyword Search

Choose Set Membership @&

@ Search All SNP Genotyping Azsays k
O Limit Assay Sets to: [ AB-Validated Assays

O HapMap

O aswe

O ome

Choose SNP Type &

@ Search All SHP Genotyping Azsays
© Intergenic/Unknown

Q© Intragenic

|72f 2h. Select Option 1

or Option 2.

| Batch ID Search

rs16138
rsE176318
rs1374232
rs1446365

(3 Option 1 Enter 1Ds

Separate IDs with 3 space or camma, or press Enter after each 10, Supported 1Ds

[eioaen | @

Select File Type | ID List ~

(O option 2 upload 1Ds |

The fallowing file types are supported for Batch 10 upload: dbSNP reference duster or assay 10, JSNP
1D, Celera GV, AB Assay ID, Gene symbaol, RefSeq accession number, Celers Gene (hGa).

=

Choose Set Membership

@ Search All SHP Genotuping Azsays

@ Limit Assay Sets to: [ AR-Validated Assays
[ Hapmap

[ asne

O Limit Assay Sets to: [ Insertion/Deletion [ coding Missense st uTr [ acceptor splice site
[0 Multiple Hudleotide O coding Honsense [ @' UTR [0 ponor splice site
Holgriorpilent [ coding Silent [ s putstive O 1ntron
[0 pPseudoautosomal v .
e O = putative
Choose Minor Allele Frequency Ranges (3
Minimum Maximum
[ - All sgsulatisns: snd frequsndes (defsattyr =
AB Minimum  Maximum Hapmap Minimum  Maximum

[ voruba (vRI):

P

;
I Han chiness cHes; 3

[ chinese:

2i. Complete these
sections if you want
to refine your search. [

O ome

Choose SNP Type &

@ Search All SHP Genotuping Azsays
© Intergenic/Unknown

O Intragenic

Q Limit Assay Sets to: [] Insertion/Deletion [ <oding Missense [ s utr [ Aceeptor splice site
[ muktiple Nudleatide [ coding Nonsense  [] 2 UTR [ conor splice site
Falumarphizn [ coding Silent [ 5 putstive O intren
[ pseudoautosomal v [ # putative

Choose Minor Allele Frequency Ranges &)

In the search results:

a. View the assay information for all assays returned
per your search criteria.

b. (Optional) For more information on each assay,
click the Assay ID (for example, C__3178688_10)
to open the Additional Information page for the
assay. To return to the search results, click the
Back button ( @« ) in your browser.

Availability indicates Inventoried or Made to Order status.

| Ordering tnformation || Product be

ription || Technical Specifications. || Literature/Resources || search || Related products |

When available, MAFs are displayed.

My Bazkst =

C__11164457_1_

O 1.

C__3178688_10

O =

Your search for 'C_ 3178688_1)
If you vizh to refine vour search

( Allele Fregs = All defaults SHP

+ Availability
(2]

or C__11164467_1_in Assayid ' retumned 2 results
r=sul

ypes = All SHP types Assay Set = All assay sets)

Inventoriad

Made to

Order

product availability or assay type, and then click Refine Original Search, (2) Searchhelp

dbSNP | ISNP 1D

} Gene
Symbol

= Minor Allele Frequency
(2]

validated rs16138

neurcpeptide | AB 0.28 0.45
IMS-15TD11565 ¥

hCG37313
hCG37213
Celera

Annotation

Functionally BRCA1
Tastad hCG16243

m

3b. Click the Assay ID to open the Additional

rs8178318 breast cancer
1, aarly

ansst

HzpMap | 0.35 0.08

Gene
hCG16943
Celera

Annotation

Information page for the assay.

Previous | 1 | Next

25 items/oage -

JSNP IDs and rs numbers are included.

—

¥ Public
Location

» SNP
Type

» Allele
Nomenclature

chr. 7 Intron
24098735

0.31 0.28 chr. 17 UTR 3
38450800

Gene symbols are included.
Click the Gene Symbol or -

Ordering Information || Assay Search || Product Description || Technical Speciications || Uiterature/Rescurces || Related products |

Return to earch Results Results Help

E| printer-Friendly ¥ersion

Assay ID C__3178688_10
Download Free
dbsSNP ID 18176318 SNPbrowser™ Software
Availability Mada to Ordar Download Free
Assay Type Functionally Tested e e

sirmplify vour ability to
select optimal sets of
TaqMan@ SHP Genatyping
Aszays for dizesse
association studies

My Basket0s/ w| |kl My Favorites DIl Add to Favorites

Additional Information @

dbShP =z # £:16750806 , 524118789 . 1

Location (NCBI Build 35) Chr. 17 - 38450800

Minor Allele Frequency AR HapMap AGT
Caueasian - - CERH [CEL) -0.35 (A) Caucasian - -
African-American - - voruba (YRI) -0,02 (A) african-American - -
Chinese Han Chinese (HCB) - 0,31 (4) Chinese
Japaness - - Japanese (IFT) -0,28 (&) Japanese - -

Allele nomendature

Species Hormo sapiens

Set Marnbership HapMap

Context Sequence TCCATTGARGBGTCTBACTCTCTBC[A CITTTETGAACACAGGETTTTAGAGAR

Palyrnarphism are

Codon Amino Protein ID Tissue

Change | Acid

Gene
Name
(Entrez)

Gene

Transcript

Symbol Accession

Change
(7]

Transcript
Location

Gene Name ‘to go tO breast UTR 6213 NM_007294,2 NP_009225.1
cancerl El
NCBI. et
UTR | £410 NM_007295.2 NP_009226.1
H
UTR | 6207 NM_007296.2 NP_009227.1
E
UTR | 5524 NM_007297.2 NP_009226.1
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